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[ E)a & s E T B (Estrogen receptor ,ERB )EH CA FERINEZASERAHA LSS PRER, ik %HE
TS HLX A 100 5 AR IEH AENEE X B4, 100 BEEAHA 253/ 0 BEEAROIAE . Rt AERS #H 5 BERETH
BAERX CA EEFFHHTAL SERRAFI 4T, M CA EE Y S A HELRA S5x BA M h iy m R &5 REARH
B&dPHXR, 4R 58 o MEMERE, H(CAn EEHE N 16 ~ 24, [EFHMRGIAMEAEE W HRELRT
BEH(x=7.155,P=0.520), IEEKREBE n<201EH SSE,n>20 4 LL &, SS HHERIMFBLK AN 66%, %t BBH K 51%,0R
{H:1.865 £5(95%CI: 1.055 ~ 3.298), FEHERLARA SS BIAN LL S BER MR, 254 BEH( x =4.634,P=0.031),
#£#:ERp HH CA BEFIESAHEFERHAZSOHEX, SSHEMEEMTERFRAHAZTOHEREE,
[£@iA] AL/ MREZE; —HHFRCAEEFI; SR
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The association of a CA repeat polymorphism in ERB gene

with unknown aetiology hypomenorrhea
LE Aiwen,et al
(Department of Obstetrics and Gynecology,the First Affiliated Hospital,Chongging Medical University)

[ Abstract] Objective:To investigate the association of a (CA)n dinucleotide repeat polymorphism of ERB with unknown
aetiology hypomenorrhea. Methods:We choosed 100 eumenorthea women as control group and another 100 hypomenorrhea
patients as case group from Southwestern China. At the same time, we bring depuration, clone and sequence analysis to CA
repeat polymorphism in 5 intron region of estrogen receptor B to illuminate its repeated sequence polymorphism distributing
between control and case group and its relationship with unknown aetieological hypomenorrhea. Results:We got 9 alleles and
the repeated number of (CA) n was 16 ~24. There was not difference between distributing frequencies of CA repeat
polymorphism in control and case groups( x =7.155,P=0.520). SS genotype was defined as repeat number n<20,LL for 1>20.
Case group SS genotype rate was 66% ,control group 51%,0R=1.865 (95% CI:1.055 ~3.298).The SS and LL allele genotypes
frequency was compared in two groups and the difference was significant ( x2=4.634,P=0.031). Conclusion:ERB gene CA
repeat polymorphism is related to unknown aetiological hypomenorrhea. SS allele genotype may be the risk factor of unknown
aetiological hypomenorrhea.
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ANHBEMFOKFER, TR R R ERR, H
TR A EE AR A £330, AR EH,ER A ERa M
ERB WA IERI, RITATHHARERERNLERA
ER EXEALIER AL T, H ERa REZEM
EEND: REX(1976- ), F, L KI5 W4,

EX CF AR R e B AT
EEWMA: ¥RV ELEHMAHA B (06-2-059).

W& T Ccytosine) Fil A(adenine) E & £ 54
(D14S1026), H FHEE KA SHES5HEK
SAHOCER A KO, HRATBIFE ERg £ cA BEE X
SHEREREBRALFEERAHAZI HS
XF R4 Y i AR L, MR HRIT ERB 26 CA &
B 2S5 FERANHAZSILXER,
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1.1 BATH
FEBX 2003 4E 2 H ~ 2005 4F 11 AERKHRESHFEEF
B A 253/ 100 BHERRBIA, F#20~405%, ¥
315 %, ERAENMNHA 2B EFFERERRMNTEERRE
1H4r 100 FIFE B , 4EiE 20~ 40 %, F3g 284 %, R
B A 233 /D AR (DEE /DT 30ml, (2)HEE KT
RBEEETER, Q)ERERE . AZE S RFENELE
JEW, R TORE, RN E T O R, (4) B R B
I IRAR S BOR UA R R IR VB LIRS A IR (SRR
R RS RS, (5)B 8 : FERNBEER <Smm, (6)/MEH]
XMEER, (RER 3 HREZFTERRIAT.
RAZB KT 30ml, FEHBEEE =5mm, 5 A
Ko, KR AR RE AR A 204,
BARIENFINT:
1.1.1 A28t E#EUR 3 NHZRH BEAZ2Kn
Eei A 28, UFEHAZEALT 30ml, 20800 A 253
P
112 HEERE TREBAZERS LS o IaiHER
BRnRE . ERRE TS RABROENEE, &N
% E Biocheck 22 A=, WIE M 1E 6 TREB . A8 59 LM
HER(FSH) BEAERE(LH) M E (E2) I E(PRL),
28 (P) B 2(T) , W TE VB A Ak,
113 FEHBEEE BEXHTALZE S XA BESLH,
FERNERE <Smm, AEREHERHA ZiE0,
12 RBFk
12,1 EEH4 DNA MR REEEHLED T EILREAF
i) DNA $RBUAR SR BUELE 4 DNA,
122 DNA 280 E FI%HE Beckman 22 B HIE M
JEEETHI
123 PCREMN PCR5IYH LBETEMTEREARRS
ARAFEGHR. L#S(: 5 ACTCCCTGCCATTGCCATAC
3’, F#5/4 .5 TCCACCCATCTCAGTCTCCC 3°, HHAH
DNA 0.1 p g, 2% : 10mmol/L. Tris-HCI(pH=8.0),50mmol/L
KCl,2.5mmol/L. MgCL, BBR5#H 1% Triton X-100, PAFP
IREZITRR(A,G,C, T)¥H 200 p mol/L,, 1U TaqD-NA B4
B (EEAH),04p mo/L EREHMS W, 95CTHAEN,
3min; #EAFEIR: B4 94°C, Imin; B X 58°C, 1min; 3E# 72°C,
Imin, 3£ 30 MEIR LK ZEH 72°C, Tmin, BJSEL PCR =)
Lp | ESRMZEN 2% F Mg Lk, S e Ham &
SEENE, HIMT T MERIE A,
124 Wi PCRYH™YEIEER HEGS CAER
Fole— B &R, K4 274bp, 2 L BET AP TEHEARR
S4B FERFHT
125 SGithE NAMERE RRBRAKFASER
B REHE Hardy-Weinberg 45, HEWERE x2 &
¥, WEREFMBA RAASUERNSIGHRER 2 8
B, LMERH (0dds ratios,OR) K3 95% 7] {5 X [H( Confi-

dence intervals, CI) F/RAANT KL BE, W5E P<0.05 R ZRE
BEK.

2 5 R

21 ERBANE CAETEFIIFBHRERKLALER

PCR ¥ 3=+ B & 264~280bp, FH 8ulPCR
=Y ShrdEo TR DL2000 (LA TAY T
BEARRSBRAR)—RE 29%5 e MEE R BE Ik,
KB HEBUER , 7E 200bp 5 300bp Z 18] A LA 269
PCR ¥ 345 (WA 1)

i 300b
B~ SV Wy —. ZOObII;

el 100bp

1 ERp #HEH CA EEFIH PCR ¥ M2 295 A&
SRRk, PCR # W76 F 4> F AR A 200~300 Z . 1
iih DNA marker,2~7 B AR EEH

22 ERBAECAEAAFMAE
23 % ¥ |

STIH MM BRA cA EEFFIFMEE RS
MABERE KL, x4 54 0.148 F1 7.889,
P {E 4+ %12k 0.700 F1 1.000,P { ¥9>0.05, &
Hardy-Weinberg i#t 5P e, HABEKAERY.
SR BIAFIXT A cCA EEFINFMERM I MEK,
ERTEEE(x=7.155, P=0.520)(F 1,H3). H
HABLLIFAEEHE CA20 &5 IR K, RBIE 22%, %F
FREH 20% , L DA E R IR¥ n<20 1E R SS &Y, 2>20
MLLE, ZREIIRBIA SS & 66%,LL & 34%,
Xt B2 SS o 51%,LL & 49% ,x*=4.634,P=0.031,
S B PR AR X MR X IXUBS: 44T, SS 4507 2 5 A LA
ANHAZE PR R LL F0EHE 8 1.865 %
(959%CI:1.055~3.298 )

3 it i

MBERRFATAZHEEHRER, BHERA
TAZHEBMR FEREKRE . — T EREFE
PIRELI B 6 PSR B s 55— TR B Y
BEBED. ATHRRRAZATHEERER . B
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2 ERpEHECAEEREFNS AT CAEE 19X

£1 ERpEA CAESFIEMNEXAARARIHR

SRR b poy:i3e:|
CA16 2 1
CA17 8 4
CA18 18 1
CA19 16 15
CA20 22 20
CA21 10 13
CA22 13 17
CA23 8 1
CA24 3 8

ﬁﬁ@ﬁ‘
[ Bop.cE:N

ol i
CA16 CA17 CA18 CA19 CA20 CA21CA22 CA23 CA24

B RAR
3 WHAERE XA CAEEFIESHENERNSHE

W S HRRZA(ER)EA, AMEH SRS
B IR LS E LR MR A P T

MEB K Z 4K (Estrogen receptor,ER),ER 2 E &K .

B REE R FRERE(KERYE P RRME.
FER D3 EFREZBOBRAZ—, EAL TR
MR, RAERRETRER, SHMERS SRR
R R, @ SRR R MR RS L
FYESS &, FIBRE A DI B %, DA T2 2 40 g 384 7
SHit. JREABA 23 D RIEFRBEEH AP
EM—RER. ERB 25 THHMEXM A LRSI+ F
B R A SR TR A, RO IR, AT T

fE ERB W (RIITAREGR BRI/ A ER £
EEASBIEFALTR), SFHEENFENE
BEHER TR, Nfi5| A L8N TR,

A ERB EEMF 14 SHAk, HERLEME
5REREMHERRNXRZIERE, HPHIDE
(Microsatellite, MS) ¢ %2 & Bk H & J¥ 3! (Short
tandem repeat, STR)Z MR cCA BEEF
1) fERE RBERIC, WSIRIFEFHEINE,
Slattery™5 ABFFTUER] ERB BEHK cA EEFSIA
HBEWERNRER, FHIAN ERB L ERa E%
HipEmEPREEZEER ., Beleza—Meireles®™ & it
Xt 60 N BERE T HRWAMAR LI, ERB HEHK
CAEEFIIESBIRETH, Anghel WA NERE
FHK CAG.ERa #[H% TA .ERp EFEE CA ER
Y SFLIRIEH 55 Takeo™ AN ERB 2K cCA EE
K HREMEZISIERE X HENMHTHHE
5FEERHE A &30 0R.

TR P E TR AN ERS EH CA E
BRI REHEITAMT, B 9 MR EE (=16~
24) , N AB¥FF A Hardy-Weinberg 8 {5 4 E £,
BABRRENE, ROAHMEBYE cA EEFIF
MNERKHEE, ZRLTBEE (¥=7.115,pP=
0.520), FF5TIE KBS BIA AR SS B R AR5
FXTHRA , 250 BEM(3=4.037,P=0.045), SS %
PEENBRERA A &3 MK R LL F R
B 1.865 £ (95%CI:1.055~3.298), MTiijLEH ERB
EN cCA BEEFIEEHEREASHA LSS L E4E
A%, SS BURT BB 0 AR XU

KXKTEEREEFFINFENH , TR
DNA EHIdEHFE3h, = DNA EHFABER S
F S HAMEREAER, SRR EE BH
HATBRK , Valdas FUHAKH MG T ¥ A EE, Hi
AR A m%%i%’ﬁ&ﬁ(&epwise mutation mod-
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el,SMM), B4 —RZEAEHPIEM— ANl ERE R
B, AT SR — M FTME M EENE B, STR 28
R ERMMALET BE XRS5
ey R AE, RERE AR LESRE,
FHERRMEEGES, FREERADECRK,. 2
— MR TSRS .. ¢ RNEBEARLAK
NEFBEFREEFISEENRIEIKER X,
HOAR T LAY Ry B4 68 5 45+ 1 40 Mo i B TR HO R
W, S5REREANEN, SESHAELSRE
PRUES ik = S 250 %, BETT R M L3550, B L
FEBIFX CA ERFHIAT LI mEL R ERE, I+
B R — S I8HFSC4E CA ER PSS ERpg EH
TEHE TR S0, R IRAFE48 SS RIS Bt AT
gl B ILALRISE SERA T A ERp R FRK,
EHXT A RS ER TR, $tms IR A &30,
KMNERB/RFTEERE X FEEANHEA L3
98\ ERp EH SS RIS ERTEREHAER A
R, HNBFAET — S0P sS B L RS EE
EFATRISE , ATZE R R /KF o b s BB ERB
HESREEAEAZS S EROER,

2 % X W

(11 BEE, E5.PHAFHET A 2R ENG RS S RERIM].
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